
−3.63

−1.49

0.64

2.78
hsa−miR−1277

G
S

Z
mBL
intermediate
non−mBL

GNA13
DGCR2

EML4
SPIN1

SCAMP1
SCAMP1
SCAMP1

SATB2
DLC1
FZD1
FZD1

ARHGAP5
LANCL1
LANCL1
PDE8A

DNAJC1
ATP2B4
ATP2B4
TFAP2A
VANGL1

−1.8 1.9∆ e



−6

−4

−2

0

2

4

6

hsa−miR−1277
G

S
Z

on
−
off

# features = 56

1

2



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

hsa−miR−1277
G

S
Z


